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SEQUENCE LISTING 



GENERAL INFORMATION: 

(i) APPLICANT: Sakagami, Youji 

Matsubayashi, Yoshikatsu 

(ii) TITLE OF INVENTION: Plant Growth Factor 

(iii) NUMBER OF SEQUENCES: 9 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Finnegan, Henderson, Farabow, Garrett 

Dunner 

(B) STREET: 1300 I Street, N.W. 

(C) CITY: Washington 

(D) STATE: D.C. 

(E) COUNTRY: USA 

(F) ZIP: 20005-3315 

4v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/949,038 

(B) FILING DATE: 10-OCT-1997 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: JP 086935/1995 

(B) FILING DATE: 12-APR-1995 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: PCT/ JP95/02091 

(B) FILING DATE: 12-OCT-1995 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: PCT/ JP96/00994 

(B) FILING DATE: ll-APR-1996 

(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Fordis, Jean B. 

(B) REGISTRATION NUMBER: 32,984 

(C) REFERENCE /DOCKET NUMBER: 04 853.0023-00000 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (202) 408-4000 

(B) TELEFAX: (202) 408-4400 



2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 
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% 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: • 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note- 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note* 



"Xaa means O-sulf otyrosine . " 



"Xaa means O-sulf otyrosine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Xaa He Xaa Thr Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 2: 

- (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modi f ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note= 



"Xaa mean O-sulf otyrosine . " 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note- "Xaa means O-sulf otyrosi 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Xaa He Xaa Thr 
1 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note* "Xaa means O-sulf otyrosi 

28 




. (ix) FEATURE: 

(A) NAME/ KEY : Modif ied-site 



(B) LOCATION: 3 

(D) OTHER INFORMATION: /note- "Xaa means O-sulfotyrosine, 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:3: 

Xaa He Xaa Thr Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 „ 
(D) OTHER INFORMATION: /note- "Xaa means O-sulf otyrosme . 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note- "Xaa means O-sulf otyrosine . M 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Xaa Val Xaa Thr Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note= 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note- 



"Xaa means O-sulf otyrosine . " 



"Xaa means O-sulf otyrosine . " 



29 





(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 



Xaa He Xaa Ser Gin 

1 " 5 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 



(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note= "Xaa means O-sulf otyrosi 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

Tyr He Xaa Thr Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(B) LOCATION: 1 
(D) OTHER INFORMATION: /note 



= "Xaa means O-sulf otyrosine . 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 6: 



Xaa He Tyr Thr Gin 
1 5 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Tyr lie Tyr Thr Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 ^ 

(D) OTHER INFORMATION: /note- "Xaa means O-sulf otyrosme or 

tyro.sine. " 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "Xaa means an aliphatic ammo 

acid. " 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 3 

(D) OTHER INFORMATION: /note- "Xaa means O-sul f otyrosine or 

tyrosine. " 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 4 

(D) OTHER INFORMATION: /note= "Xaa means an aliphatic amino 

acid. " 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 5 

(D) OTHER INFORMATION: /note= "Xaa means an aliphatic amino 
or single bond." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

Xaa Xaa Xaa Xaa Xaa 
1 5 
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